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(A)

Gene Name Common Genbank P-value | Fold Change Description
NM_003127.1_PROBE1 | SPTANI1 | NM_003127 | 0.048774 | 2.083427643 | spectrin, alpha, non-erythrocyticl (alpha-fodrin)
414247.1_PROBE1 AK026459 | 0.048668 | 0.391947489 | CDNA: FLJ22806 fis, clone KATA2845
AK000596_PROBE1 HPCAL1 | AK000596 | 0.046562 | 2.10813709 hippocalcin-like 1
347987.12_PROBE1 FLJ22649 | AKO026302 | 0.042768 | 0.4661192 hypothetical protein FL]J22649 similar to signal peptidase SPC22/23
AK025726_PROBE1 AK025726 | 0.035553 | 2.138285031 | CDNA FLJ43891 fis, clone TESTI4009454
NM_016938.1_PROBE1 | EFEMP2 | NM_016938 | 0.035332 | 2.023052501 | EGF-containing fibulin-like extracellular matrix protein 2
NM_016619.1_PROBE1 | LOC51316 | NM_016619 | 0.02407 | 0.419110074 | placenta-specific 8
NM_006627.1_PROBE1 POP4 NM_006627 | 0.023363 | 0.386208402 | POP4 (processing of precursor, S. cerevisiae) homolog
AF125158_PROBE1 ZNF281 | AW953662 | 0.023276 | 0.347672114 | zinc finger protein 281
NM_018349.1_PROBE1 | FLJ11175 [ NM_018349 | 0.022757 | 2.691809495 | hypothetical protein FLJ11175
NM_024695.1_PROBEI | FLJ13993 | NM_024695 | 0.019032 | 2.111967302 | synonyms: ERGL, CPLX3, CPXIII, FLJ13993, ERGIC-53L; complexinIII;
NM_000595.2_ PROBE1 LTA NM_000595 | 0.01817 2.135348588 | lymphotoxin alpha (TNF superfamily, member 1)
NM_013262.2_PROBE1 MIR NM_013262 | 0.014135 | 0487514377 | myosin regulatory light chain interacting protein
AF216077_PROBE1 COL27A1 | AF216077 | 0.012575 | 0.353496284 | collagen, type XXVII, alpha 1
NM_020129.1_PROBE1 PPL13 NM_020129 | 0.010933 | 0.29964059 placental protein 13-like protein
(B) Real time PCR
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Apolipoprotein E (gi 178849)

Chain A, peptide of human ApoE residues 267-289 (gi 157832535)
PRO2044 (gi 6650826)

Unnamed protein product (gi 28590)

Apolipoprotein A-IV precursor (gi 178779, gi 178757)

Albumin, isoform CRA_a (gi 119626064)

Chain B, Human Complement Component C3 (gi 78101268)
Complement component C3 (gi 179665)

HE B 2.

Apolipoproetin E (gi 178849)

Recname Vitamin D-binding protein (gi 139641)
Unnamed protein product (gi 28590)

Albumin like (gi 763431)

Chain A the intact and cleaved human antithrombin Tii (gi 999513)
Antithrombin (1ANTI2)

SERPINCI protein (gi 18490839)

Unnamed protein product (gi 28590)

Albumin, isoform CRA_a (gi 119626077)
Albumin, isoform CRA_a (gi 119626064)
Apolipoprotein Al (gi 253362)
Alpha-l-antitrypsin (gi 24438)
Pre-alpa-1-antitrypsin (gi 177822)

Type II keratin subumit protein (gi 386854)
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Abstract

Identification of biomarkers associated with migraine

Eiichiro Nagata, M.D.
Department of Neurology, Tokai University School of Medicine

The diagnosis of migraine can be difficult, even for headache specialists, because some patients do not neces-
sarily fulfill the International Headache Society criteria for migraine. Hence, reliable disease markers of migraine
are required for accurate migraine diagnosis. We performed “Omics” analysis such as transcriptomics, proteomics,
and genomics utilizing the lymphoblast cell lines and serum obtained from migraineurs. We verified that afodrin,
which was among the identified 15 genes that were differentially expressed in lymphoblasts originating from pa-
tients with migraine, increased after cortical spreading depression in an animal model. We also investigated the al-
terations of protein expressions induced by migraine attacks using proteomics analysis. Notably, in two mi-
graineurs, the level of apolipoprotein E protein expression during attacks was significantly higher than pre-attack
levels. Recently, we have found a novel family lineage with migraine. They also exhibit severe myalgia with arms
and legs. GC binding protein which binds to vitamin D was identified as the product of the causative gene in this
family. Our omics approach will contribute to a better understanding of migraine pathophysiology.

(Clin Neurol 2012;52:1014-1017)
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